nucleic acid which encodes the amino acid sequence of SEQ ID NO: 19 Twherem the 
polypeptide encoded by said nucleic acid is hydrophilic in nature and has a serine rich 
1 0 region, wherein said nucleic acid has the ability to complement ced-3 or ced-4 mutations 
in an in vivo or in vitro bioassay]. 

'^^^^^ftrwice Amended) The isolated and purified ced-3 nucleic acid [sequence] of 
^g-j^ claim 1 , comprising the sequence of SEP ID NO: 18 [comprising a nucleic acid which 
encodes the amino acid sequence of SEQ ID NO: 19]. 



8. (Twice Amended) Wn isolated and purified ced-3 nucleic acid sequence having 
a mutation in the sequence offe o^^ SEQ ID NO: 18, [wherein the polypeptide 
'^g^g) encoded by said nucleic ^c^)i I^^ophilic in nature and has a serine rich region, 

comprising a mutation,] wherein said mutation affects the ability of said mutated ced-3 
gene to complement ced-3 or ced-4 mutations in an in vivo or in vitro bioassay. 



17. (Twice Amended) lAn isolated and purified nucleic acid comprising[: 

(a) ] a nucleic acid whicn is structurally related to the ced-3 nucleic acid sequence 
of SEQ ID N0:18[, whereiA tM k^ypeptide encoded by said nucleic acid is hydrophilic 
in nature and has a serine rich region; 

(b) a nucleic acid] and whrch is functionally related to the ced-S nucleic acid of 



t t 

SEP ID NO: 18, wherein saM [functionally related] isolated and purified nucleic acid 
encodes a protein that causes tell death, wherein cell death is measured by the ability of 
said nucleic acid to complemeM ced-3 or ced-4 mutations in an in vivo or in vitro 

bioassay[; and \ 

(c) a nucleic acid which ik both structurally and functionally related to the ced-3 

nucleic acid as described in (a) and (b)]. 

21. (Twice Amended) A prt)be or primer for identifying a gene which is 
structurally and functionally related to the ced-3 nucleic acid[, which belongs to the same 
family as the ced-3 nucleic acid, wlierein the polypeptide encoded by said nucleic acid 
sequence is hydrophilic in nature anfl has a serine rich region, wherein said functionally 
related nucleic acid encodes'-^ot^mtttat ciuse^ cell death, wherein cell death is 
measured by the ability of said iluclejWcWsequence to complement ced-3 or ced-4 
mutations in an in vivo or in vitrd bioassay,] said probe comprising: 

(a) nucleic acid comprising all or a portion of the nucleotide sequence of SEQ ID 
NO: 18; 1 

(b) RNA encoded by the nucleic Acid of SEQ ID NO: 1 8; 

(c) degenerate oligonucleotides demved from a portion of the amino acid sequence 
encoded by the nucleic acid of SEQ ID N(A 18; 

(d) nucleic acid comprising the consensus sequence of a conserved region 



3 



between at least two othdt genes which belong to the ced-3 gene family, wherein one of 
said two other genes is thd nucleic acid of SE P ID NO: 18: 

(e) degenerate oligohucleotides derived from the consensus sequence of a 
conserved region between tie proteins encoded by at least two other genes which belong 

!^ ^ ) to the ced-3 gene fflmilv . whWein one of said two other g enes is the nucleic acid of SEQ 
ID NO: 18: or 

(f) RNA encoded by [tl)] (di. 




36. (Twice Amended)! An isolated and purified ced-3 nucleic acid sequence 
[comprising] having a mutatio^ in the sequence of SEO ID NO: 18 [a mutation in the 
ced-3 gene], wherein said/rfiut4)k5n a^ects the ability of said mutated ced-3 [gene] 



nucleic acid to complement cec 



or (/ed-4 mutations in an in vivo or in vitro bioassay, 

wherein said mutation r^ 

a) inactivation of m&c/d\3 [gene] nucleic acid or ced-3 ge ne product: 

b) constitutive activation \f the ced-3 [gene] nucleic acid or ced-3 gene product: 

or 

c) production of a mutated be£/-i [gene] nucleic acid or ced-3 ge ne product which 
does not cause cell death and which antagonizes the activity of functioning cell death 



genes. 



